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SEQUENCE LISTING 



( 1 ) GENERAL INFORMATION : 

(i) APPLICANT: 

(A) NAME: Prof . Dr. Dr. Wolf-Georg Forssmann c/o 

(B) STREET: Feodor-Lynen-Str . 31 

( C ) C I T Y : H anno ver 

(D) STATE: Niedersachsen 

( E ) COUNTRY : Germany 

(F) POSTAL CODE: 30625 

(ii) TITLE OF INVENTION: Peptide aus der Se^uenz des hPTH (1-37) 
(iii) NUMBER OF SEQUENCES: 36 

(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS /MS-DOS 

(D) SOFTWARE: Patentin Release #1.0, Version #1.30 (EPO) 



(2) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino ,acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : /unknown 

(ii) MOLECULE TYBE: peptide 
(iii) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

Sex Val Ser Glu Ile Gln Leu Met H i s Asn 
5 10 



( 2 )/INFORMATION FOR SEQ ID NO: 2: 

fi) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 



(ii) MOLECULE TYPE: peptide 
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( iii ) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Ser Val Ser Glu lie Gin Leu Met His 
1 5 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

Ser Val Ser Glu /le Gin Leu Met 
1 /5 

(2) INFORMATION FQ& SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) IiENGTH : 7 amino acids 

(B) /TYPE: amino acid 
(O) STRANDEDNESS: unknown 

) ) TOPOLOGY : unknown 

( ii ) /MOLECULE TYPE : peptide 
(ii/) HYPOTHETICAL: no 
fiv) ANTI-SENSE: no 



'(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4i 

Ser Val Ser Glu lie Gin Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 5: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 

Ser Val Ser Glu lie Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 6 J 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amine/ acids 

(B) TYPE: amino a^id 

(C) STRANDEDNESS^: unknown 

( D ) TOPOLOGY : iinknown 

(ii) MOLECULE TYP£: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SEWSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
Ser Val Ser Glu lie 

7 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

His Asn Leu Gly Lys His Leu Asn Ser Met 
15 10 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

Asn Leu Gly Lys His Leu/Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ 7LD NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH,: 8 amino acids 

( B ) TYPE t/ amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOCOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 



(iv) ANTI-SENSE: no 




(xi) ^SEQUENCE DESCRIPTION: SEQ ID NO: 9; 



Leu Gly Lys His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 



(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 

Gly Lys His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDE DNE S S : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: EEQ ID NO: 11: 

Lys His Leu Asn Ser/Met 
1 5 

(2) INFORMATION FORySEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 5 amino acids 

(B) a*YPE : amino acid 
( Cy STRANDE DNESS : unknown 

Z, TOPOLOGY : unknown 
^ ECULE TYPE: peptide 
(ii/i) HYPOTHETICAL: no 
/(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 



His Leu Asn Ser Met 
1 5 



(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 




(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13; 

His Asn Leu Gly Lys His Leu Asn Ser 
1 5 

(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acy£s 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknc 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: ifo 
(iv) ANTI-SENSE : /no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

His Asn /Leu Gly Lys His Leu Asn 
1 / 5 

(2) INFORMATION FOR SEQ ID NO: 15: 

2UENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



( iii ) HYPOTHETICAL : no 



(iv) ANTI-SENSE: no 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 

His Asn Leu Gly Lys His Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDE DNE S S : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ IiyNO: 16; 



His Asn Leu Gly Lys His 
1 5 

(2) INFORMATION FOR SEQ 1^ NO: 17: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH^/ 5 amino acids 

(B) TYPE / amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
( iy/) ANTI-SENSE : no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 

His Asn Leu Gly Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO: 18: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 

( C ) STRANDE DNE S S : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn 
1 5 10 

(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

( C ) STRANDE DNE SS : unkno* 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: pepti^ 
( iii ) HYPOTHETICAL : no 
( iv) ANTI-SENSE : no/ 



le Val 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Arg Lys LVs Leu Gin Asp Val His Asn Phe Val Ala 
1/5 10 

(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDE DNE SS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 

Lys Lys Leu Gin Asp Val His Asn Phe 
1 5 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2] 

Lys Leu Gin Asp Val His Asn Phe/val Ala Leu 
1 5 / 10 

(2) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino/acid 

( C ) STRANDEDNKSS : unknown 

(D) TOPOLOGY': unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
( iv ) ANT 1^- SENSE : no 



JUENCE DESCRIPTION: SEQ ID NO: 22: 

Leu Gin Asp Val His Asn Phe Val Ala Leu 
15 10 

2) INFORMATION FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 




(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

Gin Asp Val His Asn Phe Val Ala Leu 

• 1 5 

(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 



Asp Val His Asn Phe yaX Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) T YfE : amino acid 

(C) .STRANDEDNESS : unknown 
( Dy TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 

(iii/ HYPOTHETICAL: no 

(/v) ANTI-SENSE: no 



(^i) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

Val His Asn Phe Val Ala Leu 
1 5 
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(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
( iii ) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

His Asn Phe Val Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

( C ) STRANDE DNE S S : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIP 1 

Asn Phe Val Al'a Leu 
1 / 5 

(2) INFORMATIOlfFOR SEQ ID NO: 28: 

( i ) SEQUENCE ^CHARACTERISTICS : 

(A) LENGTH: 13 amino acids 
/b) TYPE: amino acid 
/(C) STRANDEDNESS: unknown 
/ (D) TOPOLOGY: unknown 

(Jl±) MOLECULE TYPE: peptide 

/(iii) HYPOTHETICAL: no 



(iv) 



ANTI-SENSE: no 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val 
15 10 

(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID' NO: 29: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val 
1 5 / 10 

(2) INFORMATION FOR SEQ /ID NO: 30: 



y. 



/ 

(l) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 11 amino acids 

(B) TYPE^ amino acid 

(C) STRANDEDNESS: unknown 

( D ) TOPOLOGY : unknown 

/ 

(11) MOLECULE TYPE: peptide 
(iii) /HYPOTHETICAL: no 



(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe 
15 10 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH : 10 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 
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(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31 

Leu Arg Lys Lys Leu Gin Asp Val His 
1 5 

(2) INFORMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE: peptide 



(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ 



Leu Arg Lys Lys Leu Gin 
1 5 




NO: 32 



Val His 



(2) INFORMATION FOR SEQ ^Ip NO: 33: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: /8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 



/ 



(ii) MOLECUp: TYPE: peptide 
(iii) HYPOTHETICAL: no 
-SENSE : no 



ill) niru/it 
(iv) ANTI-f 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33 



Leu Arg Lys Lys Leu Gin Asp Val 
1 5 
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(2) INFORMATION FOR SEQ ID NO: 34: 
(i) SEQUENCE CHARACTERISTICS: 



(ii) MOLECULE TYPE: peptide 
( iii ) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 

Leu Arg Lys Lys Leu Gin Asp 
1 5 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHARACTERISTICS: 



(ii) MOLECULE TYPE: peptide 
( iii ) HYPOTHETICAL : no 
(iv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO 



Leu Arg Lys Lys /Leu Gin 

(2) INFORMATION T^GR SEQ ID NO: 36: 
(i) SEQUENCE CHARACTERISTICS: 



(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 



(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 





(A) /£eNGTH : 5 amino acids 
(By TYPE: amino acid 
( G ) STRANDEDNESS : unknown 



: unknown 



(ii)/ MOLECULE TYPE: peptide 



( iii ) HYPOTHETICAL : no 



(iv) ANTI-SENSE: no 
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(xi) SEQUENCE DESCRIPTION: SEQ ID^N0*f 36: 

Leu Arg Lys Lys Leu^ 
1 



